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LQT08-hiPSC(PCB)
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Cell Line Name LQTO08-hiPSC
Alternative name KSCBi015-A, DPHCi01, 01_P_CMC-SiPS1
Type of Cell Line hiPSC
Depositor (Institution) Korea National Institute of Health
Passage # p15*
Day of Cell Freezing 20180906
Analysis Result Passage # Day of analysis

Cell viability Pass(89.6+1.5%) p15 20191011
Authentication (STR) Pass p16 20191017
Mycoplasma test (PCR) Pass p16 20191017
fne;'r s:}tjl‘g;‘e”t and colony Pass 013 20190304
Karyotype (G-banding) 46,XX p16 20191029
Stem Cell Marker Expression

- AP staining Pass (positive) p13 20190308

- ICC Pass (positive) p13 20190313

- qRT-PCR Pass (positive) P14 20190315
Differentiation Marker Expression

- EB formation Pass (EB14d) p13 20190318

- qRT-PCR Pass (positive) P13 20190328
Disease related mutation KCNQ1 (c.569G>A) p6 20210609

Cell Culture Condition

- Feeder/matrix

- Media

- Passage (Cell dissociation)

Description of the hPSC

(Source cell) Peripheral Blood Mononuclear Cell

Vitronectin (Gibco, A14700)

TeSR-E8 (Stem Cell Technol, ST05940) (AICH HHF A| Y27632 ALE)

EDTA/Gentle Cell Dissociation Reagent (Stem cell Technol, 07174)

Parental Cell (Disease information)

Reprogram

- long QT syndrome type 1, heterozygote mutation in the KCNQ17 gene.

- OCT3/4, SOX2, KLF4, c-MYC

- Sendai virus (CytoTune-iPS Reprogramming kit, Invitrogen)

Reference

Lee Y et al. Establishment of a human induced pluripotent stem cell line, KSCBi015-A, from a long QT
syndrome type 2 patient harboring a KCNH2 mutation. Stem Cell Res. 2021 Oct 13;57:102570.




Korea National Stem Cell Bank LQTO08-hiPSC(PCB)

Mycoplasma contamination test Cell attachment & Morphology

-

1= PCR 2= PCR
M 1 2 3 M 1 2 3

A : Marker
: LQT08-hiPSC
: Negative control
: Pogsitive control

W =

Microbial contamination test Karyotype

Cytogenetic Analysis Report SMLES||  Cytogenetic Analysis Report SMLES
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