= NETIMIZ= 2% CMC-hiPSC-022(PCB)

Characterization of hPSC

Cell Line Name CMC-hiPSC-022
Type of Cell Line hiPSC
Depositor (Institution) Catholic University of Korea
Passage # p18*
Day of Cell Freezing 20190903*
Analysis Result Passage#  Day of analysis
Cell viability 79.9+£1.37% p20 20191001
Authentication (STR) Pass p21 20191017
Mycoplasma test (PCR) Pass p21 20191015
Cell attachment and colony Pass 021 20190821
morphology
Microbial contamination test
(Virus, Fungi, bacteria) Pass p2 20191031
Karyotype (G-banding) 46,XX p21 20191024
HLA-A *33:03
HLA genotype HLA-B *44:03 p12 20180612
HLA-DRB1 *13:02
ABO genotype BB p17 20190726
CNV analysis (CNV_StemCellTechnol) Not detected p19 20191127
Stem Cell Marker Expression
- AP staining Pass p15 20190711
- ICC Pass p15 20190923
- gRT-PCR Pass p15 20191021
Differentiation Marker Expression
- EB formation Pass (EB14d) p15 20190910
- gRT-PCR Pass p15 20191021
- Teratoma formation Pass p12 20191231

* Freezing media : Stem Cell Banker (Amsbio, 11897)

Cell Culture Condition

- Feeder/matrix - Vitronectin (Gibco, A14700)

- Media - TeSR-E8 Basal Medium(Stem Cell Technol, #05990)

- Passage (Cell dissociation) - EDTA/Gentle Cell Dissociation Reagent (Stem cell Technol, 07174)
Description of the hPSC

Parental Cell Cord Blood Cell

Reprogram Sendai virus (CytoTune-iPS Reprogramming kit, Invitrogen)

OCT3/4, SOX2, KLF4, c-MYC




Korea National Stem Cell Bank CMC-hiPSC-022(PCB)

Mycoplasma contamination test Cell Morphology

M 1 2 3 M1 2 3

M: Marker

1: CMC-hiPS-022 p21
2: Negative control
3: Positive control

Microbial contamination test Karyotype
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Genes CopyNumber  status median_pVal stdDev  anova_PercentSignificant ANOVA_pairwise_pVals_ chrap CTRL ANOVA pairwise_pvals chi20q
chrap_CTRL 199Normal  0.038136296 0.018819 100 0.038136296

chr20q 207Normal  0.028136296 0.020162 100 0038136296

Stem cell marker gene expression
<ICC>

Differentiation marker gene expression
<EB formation>
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-- <qRT-PCR, EB 14d>
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