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Characterization of hPSC

CHA-hES15(DCB)

Cell Line Name

Type of Cell Line

Depositor (Institution)

Passage #

Day of Cell Freezing

Analysis

Cell viability
Authentication (STR)
Mycoplasma test (PCR)
Mycoplasma test (Luminometor)

Cell attachment & colony
morphology

Microbial contamination test
(Virus, Fungi, bacteria)

Karyotype (G-banding)
HLA genotype

ABO genotype)
Stem Cell Marker Expression
- AP staining
- ICC
- qRT-PCR
Differentiation Marker Expression
- EB formation
. QRT-PCR

CHA-hES15
hESC
CHA University
p25*
20160324
Result
Pass (88.0+4%)
Pass
Pass
Pass
Pass
Pass
46,XY

HLA-A *31:01g *33:03

HLA-B *44:03 *46:01

HLA-DRB1 *04:03 *13:02/39

AO

Pass (Positive)
Pass (Positive)

Pass (Positive)

Pass (EB14d)
Pass (Positive)

Passage#
p21
p26
p22
p22

p22

p28
p29

p29

p29

p23
p23
p23

p23
p23

Day of analysis
20161013
20160531
20160302
20160302

20160314

20141210
20141010

20141010

20141010

20160329
20161006
20160727

20160401
20160728

* Freezing media : mFreSR (Stem Cell Technol. #05855)

Cell Culture Condition
- Feeder
- Media

- Passage (Cell dissociation)

STO (mouse embryonic fibroblast; ATCC CRC-1503)
hPS media (DMEM/F12 supplemented KSR and FGF2)
Dispase Il (Gibco, #17105-041)




Korea National Stem Cell Bank CHA-hES15(DCB)

Mycoplasma contamination test Cell attachment (Day 10)
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Stem cell marker gene expression

<ICC>
OCT4 TRA-1-60 TRA-1-81 SSEA4

...- Differentiation marker gene expression
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RN18S1 1264 RN13S 12.59

B CHA-hES15 p23  m Average of hESC
185 12.48 188 13.16

GAPDH 17.60 GAPDH 18.69



